A previous study showed that Dromiciops gliroides has deep phylogeographic structure, with 3 allopatric and highly differentiated groups. Here, we constructed on that study by assessing the morphologic variation of D. gliroides. Our results show that along its distribution Dromiciops is morphologically highly variable and that the geographic pattern of morphologic variation matches the phylogeographic pattern. Taken together, morphological and molecular data indicate the existence of 2 unrecognized and unnamed species of monito del monte, which are here named and described. Cranial and dental features can easily distinguish species of Dromiciops. One of the new species is endemic of Chile, and the other new species occurs in Argentina and Chile. D. gliroides s.s. is restricted to the southern part of the genus distribution including Chiloé Island. We comment on the conservation significance of our findings and on the need of continuing with field-and collection-based research in order to characterize the richness of the Chilean mammal assemblage.
Dromiciops Thomas, 1894 is the sole living genus of the order Microbiotheria Ameghino, 1889 and as such is easily distinguished from other living South American marsupials (Reig 1955; Hershkovitz 1999) . In fact, within the living South American mammal fauna, Dromiciops constitutes a highly divergent lineage; it is more closely related to living Australian marsupials than to the other living New World marsupials (Szalay 1982; Kirsch et al. 1991; Palma and Spotorno 1999; Nilsson et al. 2003) .
Dromiciops occurs in the temperate Valdivian forest of southern Chile and adjacent areas in Argentina (Patterson and Rogers 2007; Martin 2010; Gurovich et al. 2015) . It has been treated as monotypic, with Dromiciops gliroides Thomas, 1894 as the single recognized species (Patterson and Rogers 2007) . During most of the 20th century, this species was referred as Dromiciops australis (Philippi, 1893) , with 2 subspecies recognized (e.g., Osgood 1943; Mann 1978; Marshall 1978) : D. a. australis, with type locality in La Unión, Valdivia, for continental populations and D. a. gliroides, with type locality in "Huite, N.E. Chiloe Island," for populations from Chiloe Island. However, Hershkovitz (1999:26) noted that Didelphys australis, the taxonomic name originally used by Phillipi, was preoccupied by Didelphys australis Goldfuss, 1812, with D. gliroides Thomas as the first available name for the taxon. In addition, the species has been treated as monotypic (Patterson and Rogers 2007) . Himes et al. (2008) published a phylogeographic study based on a fragment of 877 base pairs of the mitochondrial genome (composed of a fraction of the control region and the cytochrome-b gene) from 56 specimens of D. gliroides. The study showed that the species has a strong phylogeographic structure. Mitochondrial variants fall in 3 main allopatric haplogroups, which are strongly divergent (8.2-15.1%); these values are similar or larger than those observed between pairs of related species of Australian marsupials (e.g., Pope et al. 2000; Zenger et al. 2003; Pavlova et al. 2010; Potter et al. 2012; Hazlitt et al. 2014) . Interestingly, the southernmost haplogroup of Dromiciops includes variants from both the Chiloé Island and the mainland, supporting the notion that populations from Chiloé do not differ from those of the nearby mainland, and as such, D. australis and D. gliroides should be treated as synonyms (Patterson and Rogers 2007) . Here, we build onto the study of Himes et al. (2008) by analyzing qualitatively and quantitatively the geographic pattern of the morphologic variation of D. gliroides. First we conducted a geometric morphometric analysis with the samples housed at the Colección de Mamíferos de la Universidad Austral de Chile. Based on these results, we conducted a qualitative analysis with geographically broader sampling. We show that along its distribution Dromiciops is morphologically highly variable and that the pattern of morphologic variation matches the phylogeographic pattern previous retrieved by Himes et al. (2008) . Considering all the evidence available, we described 2 new species of Dromiciops.
Materials and Methods
Geometric morphometric analysis.-Considering the phylogeographic results of Himes et al. (2008) , we conducted an analysis of morphologic variation using a geometric morphometric approach. This approach is commonly used in studies aimed to assess the morphologic differentiation of populations and/or species of small mammals, including bats, rodents, and marsupials (e.g., Beolchini and Corti 2004; Siahsarvie and Darvish 2008; Jarrín and Kunz 2011; Stolz et al. 2013; Astúa 2015) . The geometric morphometric analysis was conducted on the basis of the material available at the Colección de Mamíferos de la Universidad Austral de Chile (UACH); several of these specimens were the source of DNA sequences analyzed by Himes et al. (2008) . As such, 56 individuals collected at 10 localities were analyzed ( Fig. 1 ; Appendix I). All but 8 (UACH 691, UACH 1056, UACH 1057, UACH 1058, UACH 1732, UACH 1735, UACH 2144, and UACH 2155) specimens analyzed were classified as adults following Giannini et al. (2004) . A total of 21, 27, and 19 homologous landmarks were chosen in the dorsal, lateral, and ventral views of the skull, respectively (Supporting Information S1), as follows. Dorsal view: 1) anterior extremity of premaxillary suture; 2) anterior extremity of suture between nasals; 3) junction of suture between premaxillary and nasal; 4) external border of premaxillary (on photographic plane); 5) junction of suture between nasal, premaxillary, and maxillary; 6) suture between premaxillary and maxillary; 7) proximal junction of suture between frontal and nasal; 8) distal junction of suture between frontal and nasal; 9) junction of sutures among nasal, frontal, and maxillary; 10) junction of sutures among maxillary, frontal, and lacrimal; 11) suture between premaxillary and lacrimal (on photographic plane); 12) suture between frontal and lacrimal (on photographic plane); 13) suture between jugal and zygomatic process of squamosal (on photographic plane); 14) junction of squamosal and glenoid process of alisphenoid (on photographic plane); 15) most interior point in the curvature of the proximal portion of zygomatic process of squamosal (on photographic plane); 16) suture between frontal and parietal; 17) postorbital process; 18) suture between parietal and interparietal; 19) suture between parietal and mastoid (on photographic plane); 20) suture between mastoid and exoccipital; and 21) most external point of exoccipital. Lateral view: 1) tip of premaxillary; 2) most internal point of curvature of premaxillary; 3) tip of nasal; 4) junction of premaxillary and nasal; 5) junction of nasal, premaxillary and maxillary; 6) suture between nasal and frontal; 7) suture between frontal and parietal; 8) suture between parietal and interparietal; 9) most external point of exoccipital; 10) most interior point in the curvature of the occipital condyle (on photographic plane); 11) junction of occipital condyle and tympanic process of periotic (on photographic plane); 12) junction of alisphenoid and tympanic process of alisphenoid (on photographic plane); 13) junction of squamosal, parietal and alisphenoid; 14) suture between squamosal and ectotympanic; 15) junction among frontal, parietal and orbitosphenoid; 16) intersection between supraorbital crest and suture between lacrimal and frontal; 17) beginning of zygomatic process of squamosal; 18) inferior tip of the zygomatic process of squamosal; 19) inferior tip of jugal near suture between jugal and zygomatic process of squamosal; 20) tip of the ascending postorbital (zygomatic) process; 21) most inferior point in the jugal curvature; 22) beginning of jugal (on photographic plane); 23) posterior border of molar 4 alveolus; 24) anterior border of canine alveolus; 25) posterior border of incisive 5 alveolus; and 26) anterior border of incisive 1 alveolus. Ventral view: 1) tip of premaxillary; 2) anterior border of incisive 1 alveolus; 3) posterior border of incisive 5 alveolus; 4) posterior border of molar 4 alveolus; 5) suture between maxillary and jugal; 6) most interior point in the curvature of maxillary in the zygomatic arch; 7) suture between maxillary and alisphenoid; 8) posterior and proximal border of palatine; 9) posterior border of presphenoid (crista); 10) middle point in the suture between basisphenoid and basioccipital; 11) interior border of suture between tympanic process of alisphenoid and entotympanic; 12) junction among alisphenoid, basisphenoid and tympanic process of alisphenoid (on photographic plane); 13) intersection between alisphenoid and tympanic process of alisphenoid (on photographic plane); 14) interior most point in the curvature of alisphenoid in the zygomatic arch; 15) interior most point in the curvature of alisphenoid in the zygomatic arch; 16) suture between squamosal and tympanic process of periotic; 17) junction between occipital condyle and exoccipital (on photographic plane); 18) most external point in the curvature of exoccipital; and 19) posterior border of basioccipital.
Each skull was placed parallel to the focal plane and digital images of the dorsal, lateral, and ventral views were taken using an Olympus SP800-UZ digital camera mounted in a copy stand. From these images, the x-and y-coordinates of each landmark were obtained using the TpsDig2 version 2.17 software (F. Rohlf, http://life.bio.sunysb.edu/morph). In order to minimize deviations, obtained landmark configurations were superimposed on one another, using the Procustes method (Rohlf and Slice 1990) . We use the "thin plate spline" and uniform components approximation to project specimens from nonlinear Himes et al. (2008) ; squares signal localities with specimens that were only morphologically assessed; filled in circles indicate that specimens from those localities were included in both the phylogeographic and morphological analyses. tangent space into a linear tangent space (Bookstein 1991) . We used tpsRegr version 1.38 (F. Rohlf, http://life.bio.sunysb.edu/ morph) to perform the geometric morphometric analyses.
For the dorsal, lateral, and ventral skull views, specimens were grouped according the haplogroups found by Himes et al. (2008) . Specimens from localities not sampled by Himes et al. (2008) were included to their closest groups. As such, 3 groups were delimited: northern (A) that includes specimens from locality 38; central (B) encompassing specimens from localities 25-27; and southern (C) including specimens from localities 10, 11, 16, 17, 22, and 23 . A discriminant analysis (DA) was performed over each partial warps scores matrix using PAD_66 (J. Dujardin, http://life.bio.sunysb.edu/morph). As a nonparametric test of the significance of the Mahalanobis distances between pairs of groups and of Wilk's lambda, we performed 10 5 permutations of individuals among groups. Centroid size was used as a proxy of general size of the skull (Monteiro and dos Reis 1999) ; in order to analyze its influence on the obtained discriminations, for each skull view, we carried out a Pearson correlation analysis between centroid size values of individuals and their canonical scores over each discriminant axis.
Qualitative morphologic assessment and linear morphometric measurements.-Our descriptive terminology for external and craniodental morphology follows Voss and Jansa (2009) . Qualitatively, 95 specimens collected at 35 localities were analyzed; this sample includes both the holotypes of D. australis and D. gliroides (Appendix I). Craniodental measurements for 49 specimens collected at 10 population samples (Appendix I) were taken with digital calipers as skulls were viewed under low (4-8×) magnification. Measurement values were recorded to the nearest 0.01 mm. The following dimensions were measured following Giarla et al. (2010; see also Giannini et al. 2004 ): condylobasal length (CBL), measured from the occipital condyles to the anteriormost point of the premaxillae; nasal length (NL), measured from the anteriormost point to the posteriormost point of the nasal bones; nasal breadth (NB), measured across the triple-point sutures of the nasal, frontal, and maxillary bones on each side; least interorbital breadth (LIB), measured at the narrowest point across the frontals, either between or behind the orbits; zygomatic breadth (ZB), measured at the widest point across both zygomatic arches; palatal length (PL), measured from the anteriormost point of the premaxillae to the postpalatine torus, including the postpalatine spine; palatal breadth (PB), measured across the labial margins of the upper 4th molar (M4) crowns; bullar width (BW), measured from the glenoid fossa across the inflated, bubblelike part of the alisphenoid tympanic process to its posteromedial extremity; interbullar width (IBW), the least distance between the medial surfaces of the left and right bullae; maxillary toothrow length (MTR), measured from the anterior margin of the upper canine (C1) to the posterior margin of ipsilateral M4; length of molars (LM), measured from the anteriormost labial margin of M1 to the posteriormost point on ipsilateral M4; length of M1-M3 (M1-M3), measured from the anteriormost labial margin of M1 to the posteriormost point on ipsilateral M3; and width of M3 (WM3), measured from the labial margin of the crown at or 
results
The DA performed over the partial warps scores matrices (Fig. 2) clearly discriminates the 3 different groups defined following Himes et al. (2008) , regardless the skull view considered. Segregation among groups was more evident considering the results obtained with the dorsal and lateral views ( Figs. 2A  and 2B ). The highest Mahalanobis distances between centroid groups were always between the northern and central groups (Table 1) . Excluding Mahalanobis distances between central and southern groups in the lateral view and all distances obtained analyzing the ventral view, all the remaining were, after the nonparametric bootstrapping, statistically significant (P values < 0.05). Except for individuals corresponding to the southern haplogroup for analysis based in the ventral view, all individuals were correctly assigned to its corresponding groups (Table 1) . DAs performed over the dorsal view of the skull indicate that nearly all specimens present negative scores along Factor 2. This morphological displacement from the consensus configuration mainly involves an anterior displacement of landmarks 6, 7, 8, 15, and 19 and, to lesser extent, a posterior displacement of landmarks 2, 3, 4, 9, 10, and 11 (Supporting Information S2). All these changes together produce a short snout and a larger braincase; individuals with positive scores along Factor 1 (i.e., those from the northern haplogroup) exhibit the opposite morphological characters. Factor 2 segregates individuals of the southern group from those of the other 2 groups, showing positive scores along this factor, in general. Positive values along Factor 2 mostly represent an anterior displacement of landmark 6, antero-distal displacement of landmarks 8 and 20, and a posterior-proximal movement of landmark 13 (Supporting Information S2). These changes result in a short snout, a bigger braincase, and a narrower zygomatic arch. Considering the lateral view, positive scores along Factor 1 involve a posterior displacement of landmarks 4, 7, 8, and 24; anterior displacement of landmarks 6, 14, and 15; and proximal displacement of landmarks 10 and 20. In conjunction with other minor morphological changes, these changes agree with those obtained when analyzing the dorsal view. They also result in a skull with a short snout and a larger braincase for individuals belonging to central and southern groups; those individuals from the northern group exhibit negative scores along the Factor 1, showing by hence the opposite morphological characteristics. Again, like in the dorsal view, Factor 2 separates individuals belonging to the southern group from those of the other 2 groups. Individuals with positive scores (those from the southern group) showed an antero-distal displacement of landmark 22 and an anterior displacement of landmarks 23 and 24. These changes result in a less curved zygomatic arch and shorter molar row. Individuals from the northern and central groups present the opposite phenotypic characteristics as they present mainly negative values along Factor 2. Finally, the analysis considering the ventral view of the skull showed that individuals associated to positive scores along Factor 1, mainly those from the northern group, showed an anterior displacement of landmarks 5, 6, 8, and 18, a distal displacement of landmark 13, an antero-proximal displacement of landmark 12, and a posterior displacement of landmarks 1, 2, 14, and 15. These modifications from the consensus configuration (which is mainly represented by individuals from the southern group, with a slight dispersion to positive and negative values along Factor 1) represent changes associated to an elongated snout, with a little shorter tip and a bigger braincase, sometimes with a narrow foramen magnum. Individuals with negative values along Factor 1 (i.e., those from the central group and some of the southern group) exhibit the opposite features. A small fraction of variation associated to Factor 2 in the ventral view analysis was associated with the size of individuals analyzed (r 2 = 0.165, P = 0.002), and hence these results were not taken into account. In spite of these, we reanalyzed the landmark configuration of the ventral view using the size correction proposed by Dryden and Mardia (1998) . We obtained the same discrimination pattern already retrieved (Supporting Information S3), which suggests that morphological segregation among the 3 groups is to some extent independent of the size of individuals. Excluding the case of the ventral view, none of the remaining regression analyses between centroid size and factors showed a statistically significant correlation ( Table 2 ).
Given that groups (sensu Himes et al. 2008 ) differ in form, we explored the existence of qualitative differences among them. Our analysis shows that groups can be easily differentiated by qualitative character states (Table 3 and details below). Given this congruence and the important degree of differentiation, we hypothesize that D. gliroides as currently understood Himes et al. (2008) , with accession numbers EU481874 and EU481930, respectively. With the designation of UACH 1054 as a holotype, these sequences are here considered as hologenetypes (sensu Chakrabarty 2008) .
Type locality.-Curanilahue, Provincia de Arauco, Región del Bío-Bío, Chile (37°26′S, 73°21′W).
Diagnosis.-Dromiciops bozinovici is easily distinguished from its congeners by its broad rostrum, straight forehead, flattened braincase, rounded palatine fenestra base, small and elongate posterolateral palate foramina, narrow pterygoid breadth, flattened opening of the carotid canal, large alisphenoid tympanic process, broad basioccipital breadth, short upper canine, small first upper premolar, high jugal zygomatic root, broad squamosal root, high alisphenoid tympanic process, shallow masseteric fossa, rounded and narrow lunar notch, and large and narrow angular process.
Paratypes.-An adult male (UWBM 78640) collected at Termas de Tolhuaca, South bank of Rio Dillo, 36 km NE of Curacautín, Provincia de Malleco, Región de la Araucania, Chile (38°14′S, 71°44′W); and an adult male (UACH 7238) collected at Vegas Blancas, Camp Coihue, 32 km West of Angol on road to Parque Nacional Nahuelbuta, Provincia de Malleco, Región de la Araucania, Chile (37°49.76′S, 72°52.18′W).
Description.-Skin (Fig. 3) : variable in tone and in the shape of patches among specimens of a given locality; dorsal fur brown with a dark-brown patch from the forehead to the rump that extends to the shoulders, postscapula, flanks, and hip; ventral fur pale white with hair of dark-gray base.
Skull (see measurements in Table 4 ): lateral profile flattened; rostrum thickened, short, and truncate; lateral sides of the rostrum straight; premaxillary rostrum process tapering or rounded (75% and 25% of the revised individuals, respectively); incisive foramina short; palatine fenestra posteriorly rounded; palatine fenestrae reach posteriormost point of the ipsilateral M4; posterolateral palate foramina almost close and elongate; pterygoid breadth narrower than breadth between upper outer incisors; transverse canal foramen shallow; carotid canal opening flattened; alisphenoid tympanic process twice the size of tympanic process of petrosal bone; basioccipital breadth at petrosal level broader than postpalatine torus breadth; occipital condyle well developed; paracanine fossa length larger than canine breadth; upper canines length shorter; frontal bones straight; jugal root of zygomatic and premaxillary-maxillary-nasal joint at same level; zygomatic process of squamosal broad alisphenoid tympanic process height a third of braincase height. Jaw: row molar height a fifth of coronoid process height; retromolar fossa and lower canine of same breadth; masseteric fossa shallow; lunar notch rounded and narrow; condylar process reaches the middle point of masseteric fossa height; angular process thinner and passes condylar process tip. Greer (1965:104) Distribution.-Bío-Bío and Araucania regions of Chile and in adjacent areas of the Argentinean province of Neuquén ( Fig. 1; localities 28-42) . It probably extends toward the north covering the northernmost part of the genus distribution in northern Bío-Bío and sourthern Maule (see locality details in Martin [2010] ).
Etymology.-The specific name honors Dr. Francisco "Pancho" Bozinovic, a Chilean evolutionary physiologist, author of an extensive body of work that is fundamental to understand the natural history of Chilean small mammals. For example, he was the first characterizing the hibernating phenotype of the monito del monte (Bozinovic et al. 2004 ). In addition, Pancho is well known for being a dedicated advisor of several undergraduate and graduate students. Notwithstanding, the deep torpor or hibernation of Dromiciops was first characterized on D. bozinovici. Duration of periods of torpor increases as environmental temperature falls, ranging from 10 h at 20°C to 120 h at 12.5°C (Bozinovic et al. 2004) . It inhabits a variety of forest types as those dominated by coihue Nothofagus dombeyi (Nothofagaceae) with understory of the bamboo Chusquea coleou (Poaceae) and those were the boldo Peumus boldus (Monimiaceae), the olivillo Aextoxicon punctatum (Aextoxicaceae), and the lingue Persea lingue (Lauraceae) are mixed (Jiménez and Rageot 1979) . The nests resemble those of birds and can be spherical or ovoid, are placed about 1 or 2 m above ground, and are made of leaves (Jiménez and Rageot 1979) . Juveniles of D. bozinovici are prey of the Chilean long-tailed snake Philodryas chamissonis (see Muñoz-Leal et al. 2013 ). The puma Puma concolor preys on D. bozinovici at Nahuelbuta (Rau et al. 2002) , while at Tolhuaca, D. bozinovici is one of the 2 most frequently preyed small mammals by the Rufous-legged Owl Strix rufipes (see Figueroa et al. 2006 
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Conservation.-Dromiciops bozinovici distributes over a relatively large area of south-central Chile and nearby Argentina, which is severely fragmented due to human activities. In Chile, the species occurs in distinct parks (e.g., Nahuelbuta and Tolhuaca National parks).
Dromiciops mondaca new species
Mondaca's monito del monte (Figs. 3 and 5)
Holotype.-An adult male prepared as skull and skin (UACH 690), collected by Pedro Muñoz on 26 September 1979 (original field number CG 1021).
Type locality.-Fundo San Martín, Comuna de Mariquina, Región de Los Ríos, Chile (39°39′S, 73°11.6′W).
Diagnosis.-Dromiciops mondaca can be distinguished from its congeners by a large rostrum, concave rostrum sides, median depression in the frontal, short palatine fenestra, large and rounded posterolateral palate foramina, narrow basioccipital, occipital condylar processes slightly developed, narrow retromolar fossa breadth, and rounded and broad lunar notch.
Paratypes.-An adult male (UWBM 78630) collected at Fundo San Martin, Comuna de Mariquina, Región de Los Ríos, Chile (39°39′S, 73°11.6′W). A partial (450 bp) cytochromeb gene sequence gathered from paratype UWBM 78630 was deposited in GenBank with accession number EU481882 by Himes et al. (2008) . This sequence is here considered as a paragenetype (sensu Chakrabarty 2008) of D. mondaca.
Description.-Skin (Fig. 3) : variable in tone and in the shape of patches among specimens; dorsal fur brown with a dark-brown patch from the forehead to the rump that extends to the shoulders, postscapula, flanks, and hip; ventral fur pale white, with dark-gray base.
Skull (see measurements in Table 4 ): lateral profile rounded; rostrum narrow, large, and tapering; lateral sides of the rostrum concave; premaxillary rostrum process always tapering; incisive foramina short; palatine fenestra square shaped; palatine fenestrae does not reach posteriormost point of the ipsilateral M4; posterolateral palate foramina well open and rounded; pterygoid breadth same of the breadth between upper outer incisors; transverse canal foramen shallow; carotid canal opening oblique; alisphenoid tympanic process same size to tympanic process of petrosal bone; basioccipital breadth at petrosal level narrower than postpalatine torus breadth; occipital condyle slightly developed; paracanine fossa length larger than canine breadth; upper canines length twice inner incisor size; frontal bones present a middle depression; jugal root of zygomatic under premaxillary-maxillary-nasal joint; zygomatic process of squamosal narrow; alisphenoid tympanic process height a quarter of braincase height. Jaw: row molar height a quarter of coronoid process height; retromolar fossa breadth smaller than lower canine breadth; masseteric fossa deep; lunar notch rounded and broad; condylar process passes middle point of masseteric fossa height; angular process reaches the tip of the condylar process.
Comparisons.-Species comparison is summarized in Species of Dromiciops cannot be identified on the basis of their skins. Species show a large degree of intravariation, both within and among localities, in the tone and the shape of different color patches. In addition, this variation is not geographically structured (e.g., specimens of D. gliroides from Chiloe are not darker than those of the mainland; contra Osgood 1943).
Dromiciops mondaca differs from D. gliroides and D. bozinovici in a fragment of the control region and the cytochromeb gene by 8.2% and 15.1%, respectively. D. gliroides and D. bozinovici differ in the same fragment by 11.3% (see details in Himes et al. 2008) .
The 3 species of Dromiciops show the same karyotype, with diploid number (2n) 14 (Spotorno and Fernández 1971; Fernández et al. 1979; Gallardo and Patterson 1987) ; interestingly, the 2n of somatic cells differs between sexes, being 2n = 13 for males and 2n = 14 for females (Gallardo and Patterson 1987) .
Measurements of the holotype.-Body measurements: total length 201 mm, tail 110 mm, hind foot 19 mm, ear 16 mm; weight 15 g. Skull measurements (see "Materials and Methods" Distribution.-Endemic to the Coastal (Mahuidanche) Cordillera of the Región de Los Ríos, Chile. So far only recorded at 2 close localities (ca. 16 km); 1 locality (27) lays in the Comuna de Mariquina and the other (25) at Comuna de Valdivia (Fig. 1) . In addition, a sample of 10 specimens (UACH 671-680), collected in 1967 and housed at the Colección de Mamíferos de la Universidad Austral de Chile, lacks specific locality data; the associated information only consigns "Comuna de Valdivia."
Etymology.-The species name is constructed as a noun in apposition based on the name of a man. The specific epithet is dedicated to Fredy Mondaca in recognition for his fundamental role at the Colección de Mamíferos de la Universidad Austral de Chile where he has being working with dedication for over 2 decades.
Natural history. -Franco et al. (2011) studied distinct aspects of the autoecology of D. mondaca at its type locality. At San Martín, Mondaca's monito del monte shows a density of 26 individuals per hectare (95% confidence interval: 19-32 individuals). It is nocturnal and active until dawn. During the summer and early fall, communal nesting is common among postreproductive females and juveniles. Torpor is more frequent in winter. Movements of individuals within their home ranges are random (Fontúrbel et al. 2012) .
Genetic variation. -Himes et al. (2008) analyzed 8 specimens of D. mondaca. Their findings revealed 5 distinct haplotypes, which resulted in an haplotypic diversity of 0.8214 ± 0.1007, with a nucleotide diversity of 0.004838 ± 0.003067. In addition, this sample shown signal of population stability.
Conservation.-Dromiciops mondaca is currently known from 2 nearby localities. However, it probably has a larger distribution. Even so, it has the more restricted distribution among the 3 species of the genus. Mondaca's monito del monte is protected in the type locality, a private protected area owned by the Universidad Austral de Chile. We consider that D. mondaca should be regarded as Endangered (EN B1a and biii), due to its extend of occurrence (sensu IUCN 2014) that is less than 5,000 km 2 , in a severely fragmented area (criteria a), and suffers a continuous declination in size and quality (criteria biii) due to an intense human impact.
Nomenclatural statement.-A life science identifier (LSID) number was obtained for the 2 new species Dromiciops bozinovici and Dromiciops mondaca: urn:lsid:zoobank. org:pub:358F0F07-CAEA-484F-A8B3-AC94492A0203.
discussion
This study was prompted by the results of Himes and colleagues (2008) that show a strong phylogeographic structure for Dromiciops gliroides s.l. Against that background, an assessment of the morphological variation of Dromiciops was necessary (e.g., Reig 1955; Kirsch et al. 1991) . As such, we conducted an assessment of the geographic variation of Dromiciops. We found that Dromiciops presents marked morphologic variation that is geographically structured and congruent with the phylogeographic pattern revealed by Himes et al. (2008) . As such, we named and described 2 new species of Dromiciops, D. bozinovici and D. mondaca. The description of these 2 species stands out due to the phylogenetic singularity of Dromiciops (Reig 1955; Szalay 1982; Kirsch et al. 1991) , the sole living member of the order Microbiotheria, and because australis and gliroides, the species level names associated with the genus, were coined by the end of the 19th century. This scenario contrasts with that of the 2 other New World orders of marsupials, Didelphimorphia and Paucituberculata, whose known specific diversity increased during the 20th century as well as during the gone years of the 21st century (e.g., Voss et al. 2012; Ojala-Barbour et al. 2013; Martínez-Lanfranco et al. 2014) . It is worth noting that after the description of the 2 new species of Dromiciops, Tubulidentata is the only mammalian order composed by a single living species, the aardvark Orycteropus afer (see the complex taxonomic history of O. afer, in whose synonymy there are almost 20 names, in Lehmann 2007) .
The fact that Dromiciops is not monospecific poses several questions regarding the evolutionary history of genus (e.g., divergence times among species; the historical biogeography of the genus; the recent demographic history of each species). To correctly tackle some of those issues, a detailed picture of the geographic distribution of the 3 species is needed. To gain that, in addition to collection-based research, 3 geographic areas, in particular, need to be the focus of future field work ( Fig. 1 ; see also Martin 2010 Saavedra and Simonetti 2001; Lobos et al. 2005) .
Two new species of cricetid rodents have been described in the last 3 years on the basis of specimens collected in Chile, a country with presumably well-characterized mammalian assemblages-Eligmodontia dunaris, a desert specialist from northern Chile (Spotorno et al. 2013) , and Abrothrix manni, a temperate forest dweller (D'Elía et al. 2015) . In addition, the monotypic sigmodontine genus Notiomys has been recently found in Chile (D'Elía et al., 2016) . Similarly, significant new distributional records of large mammals, as the Darwin's fox Lycalopex fulvipes, have been reported (D'Elía et al. 2013; Farías et al. 2014) . Therefore, the description of another 2 Chilean new species of mammal is expected. Remarkably, up to the current study, Dromiciops lacked an assessment of its morphologic variation (see Hershkovitz 1999) . This scenario holds for several of the mammalian genera that are endemic or mostly distributed in Chile (e.g., Aconaemys, Octodon, Spalacopus, Irenomys); even more, some of these genera also lack analyses of the phylogeographic structure of their species. As such, we can presume that the description of additional new species of Chilean mammals is expected. 
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appendix i
List of specimens of Dromiciops studied here and their collection localities. Locality numbers are those of Fig. 1. A " q " denotes the specimens included in the qualitative morphological assessment. An "m" indicates that the specimen was measured. A "g" signals specimens included in the geometric morphometric analysis. An "f" denotes specimens included in the phylogeographic analysis of Himes et al. (2008) 
